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Present Status and Prospect of Resistance Breeding of
Brown Planthopper in Rice
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Abstract ; Brown planthopper (BPH) is one of the most destructive pests in rice production, it influences rice yield and
quality seriously. Cultivating BPH - resistance varieties with related resistance genes is considered as the key to control
BPH. To date, at least 34 BPH — resistance genes have been identified ,among them,28 major BPH — resistance genes have
been mapped, Bph3. Bph9. Bphl4 . Bphl8. BPHI8 . Bph26. BPH29 . Bph32 H1 BphiOO8a have already been
cloned. Polymerizing several resistance genes can increase resistance to BPH significantly. However, only little genes have
been utilized effectively. Biotypes ;resistance mechanism ; mapping, clone and application in breeding of BPH - resistance
genes were summarized ,and discussed the existing problems and the trend of development of BPH - resistance breeding.
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Table 1 Identified,located or cloned resistance genes and their chromosomes

B3] iEIRe7/p s AR U e A ik Ea BN
Bphl 1,3 Mudgo ,TR26 12 [23,24]
bph2 1,2 ASD7,1R42 12 [23]
Bph3 1,2,3,4 Rathu heenati 4 [25]
bph4 1,2,3,4 Babawee 6 [26]
bph5 4 ARC10550 - [27]
bph7 4 T12 - [28]
bph8 1,2,3 Chin saba - [29]
Bph9 1,2,3 Kaharamana 12 [30]
Bphl0 1,2,3 O. australiensis 12 [31]
bphll 1,2 0. officinalis 3 [32]
bphl2 1,2 0. officinalis 4 [32]
BphI2(t) 1,2,3 0. latifolia 4 [33]
Bphi3(1) 1,2 O. eichingeri 2 [34]
Bphi3(t) 4 0. officinalis 3 [35]
Bphl4 1,2,3 0. officinalis 3 [36]
Bphl5 1,2,3 0. officinalis 4 [30]
Bphl7 1,2 Rathu heenati 4 [37]
Bphi18(t) 1,2 O. australiensis 12 [38]
bph19 2 AS20 -1 3 [39]
bph18(t) 2, Jupir Al O. rufipogon 4 [39]
bphl9(t) 2, UL A O. rufipogon 12 [40]
Bph20(t) 1 O. rufipogon 6 [41]
Bph21 (1) 1 O. rufipogon 10 [41]
bph22(t) 1,2 O. rufipogon 4 [42]
bph23 (1) 1,2 O. rufipogon 8 [42]
Bph22(t) - 0. glaberrima - [43]
Bph23(1) - 0. minuta - [43]
bph24(t) - O. rufipogon - [43]
Bph25(1) 2,3 ADR52 6 [44]
Bph26 2,3 ADR52 12 [44]
Bph27 2 O. rufipogon 4 [45]
Bph27(t) 1,2 Balamawee 4 [46]
Bph28(1) - DV85 11 [47]
BPHIS - ADR52 12 [48]
BPH29 - - 6 [49]
Bph32 - - 6 [50]
Bphi008a - - 6 [51]
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